
 

RNA
lncRNA RNA

RNA

lncRNA
lncRNA

lncRNA
RNA

lncRNA
lncRNA

lncRNA

lncRNA

 :  



Caenorhabditiselegans

DNA

DNA
RNA

RNA

RNA
RNA snoRNA t

miRNA RNA é
piRNA  

RNA é

 RNAé

lncRNA
kb

RNA

lncRNA
RNA lncRNA
lncRNA

II RNA

III RNA 

lncRNA

lncRNA
 ncRNA

lincRNA RNA

lncRNA

lncRNA

lncRNA lincRNA

 
lncRNA

lncRNA

LncRNA

lncRNA A
lncRNA B

A

B

   
   

   DNA
  
RNA  

  
  



RNA
lncRNA 

UCRs

lncRNA
lncRNA Xist Air

é

é

é

é

mRNA é
é

      
lncRNA 

lncRNA

lncRNA

lncRNA
LncRNA

lncRNA
DNA

DHFR lncRNA

DHFR

lncRNA
LncRNA

lncRNA

lncRNA

LncRNA

lincRNA

lncRNA
 Cajal-Retzius 

lncRNA

 XIST lncRNA
KCNQ OT

lncRNA

lncRNA
LncRNA

  
   

lncRNA 
   

  
   

 
 



lncRNA

DNA-RNA
 RNA

 ncRNA DNA
pRNA

DNA
DNMT b

lncRNA

HOTAIR

PRC

lncRNA
lncRNA Cis é

RNA

RNA
lncRNA Trans b

lncRNA

lncRNA

lncRNA
lncRNA TEs

lincRNA

lincRNA
LincRNA

TE-lincRNAs LincRNA

     lncRNA

lncRNA

lncRNA
ASD

lncRNA

lncRNA

lncRNA

AK
ANRIL

PRINS

x



lncRNA

ncRNA IHD

IHD

lncRNA

  lncRNA

lncRNA

lncRNA
MALAT

MALAT

MALAT
MALAT

NSCLC

lncRNA

GENCODE
ENCODE

lncRNA

lincRNA

lncRNA

lncRNA

LncRNA 
DD PCA
MALAT
HOTAIR
 NCTs
 PCSTs
CUDR
GAS

Kcnq ot
Linc-p

NSCLC
 lncRNA

   
    

   
   
   DNA

  
 

 lncRNA
   

  
 

  
  

   
  
  
  

  



  
1. Long noncoding RNAs

3.junk DNA
4. MicroRNA
5. Piwi interacting RNA
6. antisense
7. Sense overlapping transcripts
8. Sense intronic transcripts
9. Processed transcripts
 10. antisense lncRNAs
11. IntroniclncRNAs
 12.intergeniclncRNAs) large intervening noncoding 
RNAs)
 13. UCRs:Ultra Conserved  genomic Regions
 14. Antisense Igf2r RNA
15. X-specific transcript
16. Highly Accelerated Region 1F
17. Bidirectional lncRNAs

19.Prostatecancerantigen3
20. decoy
21. triplex
22. Scaffold

DNA

24. Guide
 Human endogenous retrovirus subfamily H

DNA

28. autism spectrum disorder
29. Ischemic heart disease
30. reperfusion
31. Metastasis- associated in lung adenocarcinoma tran-
script 1
32. non-small cell lung cancer
 33. Conserved Long Noncoding Transcripts
  34. Prostat Cancer Associated ncRNA Transcripts
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